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Table 1 List of designed primers used in DNA replication

primers Forward primers Reverse primers

EF TCC AAT GCT TAG AGG ATA GG CTA ATG CCGTAGTCCCITC

JK TTA AAA CGG CGT CTGAGA T CCA AAA GAT AAT CCT GAC CA

M GCA TAT TCT TTT TGG CTA GG CTG TAA CAC CAT GACTGA G

A TAA ACA GGT AAA GCAGGTTG GGA TTA TCA GGT TCT AAA GC
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BLL ( DL2 s i oV gemme 3l odd L alypl L2
o S ¢ 3 S 05anSUS SIELS 5 L25 L27 [L28
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Fig 2 PCR Product (fragment 1700 bp) of
L.plantarum isolates amplified with plnN primer pair e y

- = -
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- o . D\ \,\Q\ -

Fig 1 Inhibition zone of BL1 strain in Disk diffusion

assay

Fig 3 PCR Product (fragment 1500 bp) of }|J°€J'.‘. &lo 2 u:;Sb @L;, L
L.plantarum isolates amplified with pInEF primer )

pair ks b sl sl Sl eslizal b e s SU slaos aslas
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Fig 4 PCR Product (fragment 2000 bp) of i

L.plantarum isolates amplified with pInJK primer
pair
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Table 2 Assessment of the similarity of isolates with recorded bacteria in the database

Identification based on sequence analysis

strins
Identification Accession Number similarity
L. L.plantarum pln locus,strain C11 X94434.2 99%
EL3 L.plantarum,strairy BFE5092 GUS584090.1 99%
L. plantarum, strain PCS20 GU584091.1 99%
L. plantarum,strain ST-I11 CP002222.1 99%
L. plantarum pln locus,strain C11 X94434.2 99%
L. plantarum, strain PCS20 GUS584091.1 99%
BL1 L. plantarumWCFs1 AL9352632 99%
L.plantarum NC8 bacteriocin locus AF5220772 99%
L.plantarumBFE5092plantaricin gene GUS58409.1 99%
L.plantarumST-I11 pIn locus CP002222.1 99%
L28 L.plantarum strain NC8 AF5220772 99%
L.plantarumYM-2-5pIn gene JQ900767.1 99%
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Bacteriocins are ribosomally synthesized proteins/peptides that have bacteriocidal or bacteriostatic trait
against genitically closed species. Bacteriocins have role as biopreservative and increase of the safety of
food products. Study on native strains of lactobacillus plantarum (DL2 <BL1 <L28 <L.27 « L25 and EL3)
that their growth inhibition ability had been analyzed, was performed. after approving inhibition ability of
strains by disk diffusion in previous study, to investigate bacteriocin encoding gene, polymerase chain
reaction (PCR) was performed by specific primers. The correspondant region was amplified in L25, BL1,
EL3 and L28 strains. Using designed primers and sequencing could be shown that EL3 strain contained
the structural genes for the bacteriocins pInEF, plnJK and pInN, howover, the Lb. plantarum strain BL1
and L28 contained only the structural genes for plantaricin EF production. sequences showed 799
similarity with bacteriocin genes of Lactobacillus plantarum strains recorded in Gene Bank database. The
sequences were submitted at NCBI with accession numbers of EL3 (KT028600), L28 (KT028601) and
BL1 (KT028602).

Key word: Bacteriocin, Lactobacillus plantarum, Bacteriocin encoding gene, Polymerase chain reaction,
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