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JX645717.1 Saccharomyces exigueus

AY 497672 Pichia fermentans

Saccharomyces cerevisiae strain QWWC_

Sequence ID: gblKF141670_1

Range 1: O to 564 SG=nBanlk Sraphics

11 26S ribosomal RMA gene, partial sequence
Length: 565 MNumber of Matches: 1

Score Expect Tdentities Gaps Stramnd
1024 bits{(S554) o.0 S555/556(929%a) O S560%]) Plus/Plus
Cuery 23 GECGAGTGANGCGEGCARDDGCGCTCADDT GALATCIGGTACCITOGETIGCCOGAGTTIGTA a2
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbkjct k= GGEOG. GOGECAMRMMGCTCRALAT GAARATCIGGEGTACCITOGETIGUCCCOGAGTTIGTA as
Query 83 AT T I GGAGAGGGCANC T TITGGEGEGCCG I TCC I TG ICIATGITCCTITGGAMRMC AGGACGTCAT 142
L U s e e e U W e (e (U e s |
Sbkjct a9 AT T IGGAGAGEGEGCAMRC T T ITGGEGEGECCGE I TCC I TG ICTIATGITCCTITGEGAMCAGGACGTCAT i1zs
Query 143 AGAGEGETGAGAR TCCCG IGIGEUGEGAGGAGTGCGGEITIICITIGTAARGTGCCTITCOGAMGAGT 202
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbkjct i1z9 AGEGETGAGAATCCCGIGIGEUOGEGAGEGAGTGEGCGEGETICTIT TAARRGTGCOCCTITCOGAMNG, 183
Query 203 CEAG I TG I T IGGEGGEGALR T GCAGC IC ITARGTGEGIGEGTARAR T TCCATCITARARGCTITRALRATATIGE 262
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Skjct 159 CEAGTI TG I T IGGEGGEGAARTGCAGC ICITARGTGEGGIGGTARARTTCCATCTALRAGCTITRALLT 245
Query 263 GOGAGAGACCGA T AGCGARC A NG T A C ARG TEGATGEGARNGATGALR A ARGCGRRC T TTGR A I NG, 322
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Skbjct =249 GOGAGAGACCGATAGCGARC AR ARG T AC ARG TGATGGARARGATGRAARARGRRCTTITTGRR A IG, 305
Cuery 323 AGTGAARL L NG T AR CG ITGALR AR T TG T TGRARARGEGGRAARGGEGCAT T TGATCAGRACATGSGTIGTITITIIG 3Is2
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Skbjct 309 GAARARARARGTACGTGRLAT GALRAGGEGGEAMGGEGCAT I TGATCAGRCATGGETIGITITG 365
Cuery 3IE3 TGO CCTIC I GC I CC I TG I GEE I AGEEEANRTCICECAT I TCACTGEECCAGCATCAGTTITIIE 442
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Skjct 369 ITECCCTICTIGCICCITEIGEE T AGEEEAART CICECAT CTEEECCAGCATCAGTTITIIGE 428
Cuery 443 T EECAGEGATAN A TCOC A T AGGA L TG T AGC T TGOCTOGEGTALRGTAT TATAGCC TG TGEEAN 502
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbijct 429 T EECAGEA T AN A TCOC A T AGEGA L TG T AGC T TGO CTOGETAARGTAT TATAGCC TG TGEEAN 488
Cuery 503 TACTEOCCAGC T EGEEAC TEAGEGAC TGOEACGTAAGTCAARGEATGCTIGECATAART GG T TATR 562
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbijct 489 ACTEOCAGCTEEEAC T EAGEAC T GOG TAARGTCANGEGATECTEECAT T&EET 548
Cuery 563 TEOOGCOCOGTCTTGEMAN 578
LI e U e O |
Sbijct 549 TEOOGCOCOGTCTTITGEMAN 564

(NCBD el U 53 25250 JI5 L Y3 &5V ISTIRNA Jis el ¥

JblilS Ol Vaysian, Mo Lblls Hlalls

Vi Vol ble 1ot sty g 14 obilS  subiloy ol 55

3. collucolasaTorulopsis
4 Torulopsis candida

5. Candida stellate
6.Rodotorulaglutinis

7. Candida goilireimondi
8. Candida bouidini

9. Hansenulaanomalla
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1. Candida krusei

2. Saccharomyces inusitas
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The sourdough is a paste that is madeupof wateflamdand yeasts and lactic acid bacteria areets k
microorganisms. Sourdough fermentation processagedh on lactic and alcoholic fermentation that is
done by lactic acid bacteria and yeasts respegtigdbo these microorganisms play an important iole
improving the flavor, texture and shelf life of lemi products. In this research, samples of soufdoug
were collected from different regions of Iran taifyethe yeast flora, were studied.Toachieve tliis the
yeasts isolated by the colony morphology method tah had reproduced 26S rRNA gene whit
generalprimers for identification exactly. The smusi that replicated sent to bioscience company @K f
Sequencing.Thencompare theresultingsequence whieeeesinthe gene bank(NCBI), §eastspecies
studiedwere identified. The resultsshowed that theyeasikated includedsaccharomyces cerevisiae,
Saccharomyces exiguous, Issatchenkiaorientalis, Torulasporafranciscae, Torulasporadel brueckii,
Pichiafermentans that dominantspecies related to Saccharomyces cerevisae andsaccharomyces
exiguous.

Keywords. Sourdough, Colony morphology method, 26S rRNA g&east.
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