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| dentification of yeastsisolated from native Iranian sourdough using
PCR technique

Akbariyan Meymanad, M. J.*, Khomeiri, M. 22 Sadeghi Mahoonak, A. R. 2, Alami, M. 2

1. MSc. in Food Science and Technology. Gorganarsity of agricultural sciences and natural resesirc
2. Associate professor. Department of Food Seiamcl Technology. Gorgan University of Agricultuggliences
and Natural Resources.
(Received: 93/1/18 Accepted: 93/5/24)

The sourdough is a paste that is madeupof wateflamdand yeasts and lactic acid bacteria aredts k
microorganisms. Sourdough fermentation processased) on lactic and alcoholic fermentation that is
done by lactic acid bacteria and yeasts respegti¥dso these microorganisms play an important iole
improving the flavor, texture and shelf life of leai products. In this research, samples of sourdoug
were collected from different regions of Iran taifyethe yeast flora, were studied.Toachieve tlhiis the
yeasts isolated by the colony morphology method #eh had reproduced 26S rRNA gene whit
generalprimers for identification exactly. The sausi that replicated sent to bioscience company &K f
Sequencing.Thencompare theresultingsequence whieaeesinthe gene bank(NCBI), treastspecies
studiedwere identified. The resultsshowed that theyeasitated includedsaccharomyces cerevisiae,
Saccharomyces exiguous, Issatchenkiaorientalis, Torulasporafranciscae, Torulasporade brueckii,
Pichiafermentans that dominantspecies related to Saccharomyces cerevisae andsaccharomyces
exiguous.

Keywords: Sourdough, Colony morphology method, 26S rRNA g#&®ast.
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